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Analisis de Cebadores - Periodo: 2018, Mes: todos los meses

Mejor Set: 18)Sharma_et_al. 2018. Ref.04._do0i:10.1016/j.jviromet.2017R2rQ8fe total: 0.99

Espaciamiento directo-reverso: 221 bases

Posicién: 847-866 | Identidad: 100.00% | Puntaje: 20.00

Comparacién con secuencia consenso:
Consenso: ACACTAGTAGAGCCGGGAGA

RN
Di rect o: ACACTAGTAGAGCCGGGAGA

Posicion: 1088-1107 | Identidad: 99.00% | Puntaje: 19.80

Comparacion con secuencia consenso:
Consenso: TGAGRCTGGCCACAGGATTG

EREARERARERERERERR
Rever so: TGAGACTGGCCACAGGATTG

Secuencia Consenso Completa:

ATGAAGGCAATACTAGTAGTTCTGCTGTATACATTTACAACCGCAAATGCAGACACATTATGTATAGGTTATCATGCGAA
CAATTCAACAGACACTGTAGACACAGTACTAGAAAAGAATGTAACAGTAACACACTCTGTTAATCTTCTGGAAGACAAGC
ATAACGGAACGGAACAACTATGCAAACTAAGAGGGGTAGCCCCATTGCATTTGCTAATGCTACTGAGYTGGTTCAGAAYT
CCTCAATAGGTGGTAAATGTAACATTGCTGGCTGGATCCTTGATGGGGAAATCCAGAGTGTGAATCACTCTCCACAGCAA
GATCATGGTCCTACATTGTGGAAACATCTAATTCAGACAATGGAACGTGTTACCCAGGAGATTTCATCAATTATGAGGAG
CTAAGAGAGCAAHTGAGCTCAGTGTCATCATTTGAAAGGTTTGAAATATTCCCCAAGACAAGTTCATGGCCTAATCATGA
CTCGAACAAAGGTGTAACGGCAGCATGTCCAATCACGCTGGAGCCAMWCAAAACGGAACAAGTTCTKCTTGYATAAGGRR
ATCTARAAAAAGCTTCTACAAAAACTTGATATGGCTGGTTAAAAAAGGAAATTCATACCCAAAGCTCAACCAAACCTACA
TTAATGATAAAGGGAAAGAAGTCCTCGTGCTGTGGGGCATTCACCATCCACCTACTACTGCTGACCAAATCTYCCCAAAG
TCTCTATCAGAATGCAGATGCATATGTTTTTGTGGGGACATCAAGATACAGCAAGAAGTTCAAGTCCCGGAAATAGCAAC
AAGACCCAAAGTGAGGGATCAAGAAGGGAGAATGAACTATTACT cCHENCTRCTREREEEEEERERC A AAATAACATTCG
AAGCAACTGGAAATCTAGTGGTACCGAGATATGCATTCACAATGGAAAGAAATGCTGGATCTGGTATTATCATTTCAGAT
ACACCAGTCCACGATTGCAATACAACTTGTCAGACACCCGAGGGTGCTATAAACACCAGCCTCCCATTTCAGAATGTACA

1041 T CCGATCACAATTGGGAAATGTCCAAAGTATGTAAAAAGCACAAAAT IENEREIEEEERSNEEANE . GGAATGTCCCGT
112l cTATTCAATCTAGAGGCCTATTCGGGGCCATTGCCGGCTTCATTGAAGGGGGGT GGACAGGGATGGTAGATGGATGGTAC
1201 GGTTATCACCATCAAAATGAGCAGGGGTCAGGATATGCAGCCGATCTGAAGAGCACACAAAATGCCATTGATAAGATTAC
1281 T AACAAAGTAAATTCTGTTATTGAAAAGATGAATACACAGTTCACAGCAGTGGGTAAAGAGTTCAACCACCTTGAAAAAA
1361 GAATAGAGAATCTAAATAAAAAAGTTGATGATGGTTTCCTGGACATTTGGACTTACAATGCCGAACTGTTGGTTCTACTG
1441 GAAAATGAAAGAACTTTGGACTATCACGATTCAAATGT GAAGAACTTGTATGAAAAAGTAAGAAACCAGTTAAAAAACAA
1521 T GCCAAGGAAATTGGAAACGGCTGCTTTGAATTTTACCACAAATGCGATAACACATGCATGGAAAGTGTCAAGAATGGGA
1601 cTTATGACTACCCAAAATACTCAGAGGAAGCAAAATTAAACAGAGAAAAAATAGATGGAGTAAAGCTGGAATCAACAAGG
1681 ATCTACCAGATTTTGGCGATCTATTCAACTGTCGCCAGTTCATTGGTACTGGTAGTCTCCCTGGGGGCAATCAGCTTCTG
176l GATGTGCTCTAATGGGTCTCTACARTGTAGAATATGTATTTAACATTAGGATTTCAGAATCATGA



